Explore Homologs
& Comparisons

PSI-BLAST

www.yeastgenome.org/psiblast

Identify broadly related protein families for a
feature of interest. View the pre-computed
results graphically, by best hits, or by species.

Model Organism Best Hits

www.yeastgenome.org/besthits

Find homologs in select model organisms via
the best BLASTP hit for a protein (e.g. Anb1p).
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Protein Structure
www.yeastgenome.org/structures

Find yeast and homologous protein structures.

Homolog .

PDB structrure SeTee P-Value | Alignment
1pgy ;
Structure of the S. cere- 13e-13 | View

: visiae alignment
uba domain...

Inac Bos View
NMR Structure of 1.7e-07 )

) . Taurus alignment
the j-domain...

View the structure, sequence,
and where it aligns with the
yeast protein (e.g. Swa2p).

Species | Database Hit E-value
S-cere- | g5p YELO34W 2.0e-72
visiae
A. gossypii | AGD AFR356C 4.0e-72
C.albicans | CGD Orf19.3426 2.0e-66

S. pombe
S. pombe GeneDB SPAC26H5.10c 8.0e-60
. ENSEMBL
H. sapiens (HUMAN) ENSP00000295822 | 5.0e-52
D. melano- CG3186-PA 1.0e-47
FlyBase
gaster CG3186-PB 1.0e-47
A. thaliana | TAIR AT1G13950.1 3.0e-46
C. elegans | WormBase | T05G5.10 9.0e-44

Interactions

List genetic or protein-protein interactions.

Query Type Hit | Source Reference

Cdc28p | VO- Spc42p |BioGrid |Maekawa H., et al
Dosage P

cdc28 Lethality mps1 BioGrid |Rudner AD, et al...

Fungal Alignment
www.yeastgenome.org/fungalalign

Compare a S. cerevisiae gene/protein with
orthologs in other fungal species. Select
sequence and species to align, including up- or
downstream sequences.

SGD Scer RIS1/YORL91W 1 MAAVPTI DLTLADSE

M T Sbay c 159 23704 1 MAAVPTI DLTLADSE
WashU Scas Contig674.13 1 B-- MPTI DLTAEDSE

Protein Information
www.yeastgenome.org/protein

Find basic information about a protein, links to
detailed data and predictions, and protein
specific tools, including:

Sequence

Protein domains & motifs
Transmembrane domains
Signal peptide cleavage sites
Physico-chemical properties
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Search &
Retrieve Data

Advanced Search
www.yeastgenome.org/search

Find genes that share characteristics.

1. Select features (e.g. ORF, tRNA, etc.)
Narrow results by:

< Sequence & Annotations (@ubious,0
intron-containing, chromosome, etc.)

% Phenotype (viable or inviable)

% Protein properties (MW, length, etc.)

% Function, process or localization

Full-text Literature Search
www.yeastgenome.org/textpresso

Use “Textpresso” to search the full text of
over 44,000 yeast papers.

1. Typein a search term (e.g. BLM3)
2. Optional: specify search field/categories
3. Retrieve matching references/sentences

116 matches in 11 publication(s)

Matching Number View Links/
Publication | Matches Sentences Download
Aouida, M... 3 A [view sentences] | [PubMed]

“In fact, deletion of the entire BLM3
gene, or an allele bim3-1 of the gene...”

Download Data
www.yeastgenome.org/download

Retrieve information or tools, including:

» genome-wide info (use FTP)
» data for a gene list (use Batch Download)
» PostgreSQL version of SGD (SGD lite)

Find & View
Chromosomal
Features

GBrowse
www.yeastgenome.org/gbrowse

View the genome with this dynamic,
customizable map where annotated features
are displayed on multiple “tracks”.

| | | | |

T T T T T
276k 277k 278k 279k 280k
All Annotated Sequence Features
YBR019C

GAL10, Verified, UDP-glucose-4-epimerase
YBRO20W

GALA1, Verified...

Regulatory regions & binding sites
<G>AL4-binding -site

GAL80-binding-site
S 9

Pattern Matching

www.yeastgenome.org/patmatch

Identify locations of short sequences.

% Search within the entire genome, within
intergenic regions or within ORFs.

% Specify number and type of mismatches
or substitutions (e.g. any purine base)

Gene/Sequence Resources
www.yeastgenome.org/sequences

1. Retrieve or enter sequences of interest:
1. Enter aName __2. Pick chromosome 3. Enter a

Investigate a
Gene’s Function

Phenotype Information
www.yeastgenome.org/phenotypes

Find a gene’s mutant phenotypes (e.g. pet8)

Mutant Mutant

type phenotype References
Systematic . ]
Deletion Viable Giaver G, et al. ...
Null respiration | p1arobbio CM, et al. ...
defective

Find genes with a specific mutant phenotype
(e.g. respiration defective)

Locus Sl References
type
CcOoQ10/YOoLo0O8W Null Barros MH, et al. ...
COX1/Q0045 Null Lemaire C, et al. ...
COX14/YML129C Null Glerum DM, et al. ...

OR OR
Add flanking bp

Upstream: enter coordinates
Downstream: [_] to

2. Analyze with 6-Frame Translation, Maps,
Restriction Fragment sizes, BLAST etc.

Pathway Information
www.yeastgenome.org/pathways
Explore yeast biochemistry with this dynamic
display of enzymatic pathways. Browse or

search by gene/protein, pathway name,
compound, or E.C. number.

L-ornithine
4/ SPE1
41.1.17

putrescine

Summary Paragraphs
www.yeastgenome.org/paragraphs
Quickly familiarize yourself with a gene and

it's product by reading succinct, referenced
summaries written bv SGD curators.




